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Run on: May 9, 2003, 18:24:43 ; Search time 3.72714 Seconds 

(without alignments ) 
1184.134 Million cell updates/s 

Title: US- 09- 9 17- 3 8 3-1 



RESULT 2 
US-09-917-384-1 

Sequence 1, Application US/09917384 
GENERAL INFORMATION: 
APPLICANT: DING, SHI-YOU 
APPLICANT: ADNEY, WILLIAM S. 
APPLICANT: VINZANT, TODD B. 
APPLICANT: DECKER, STEPHEN R. 
APPLICANT: HIMMEL, MICHAEL E. 

TITLE OF INVENTION: THERMAL TOLERANT CELLULASE FROM ACIDOTHERMUS 
TITLE OF INVENTION: CELLULOLYTICUS 
FILE REFERENCE: 40170. 6US01 

CURRENT APPLICATION NUMBER: US/09/917,384 
CURRENT FILING DATE: 2001-07-28 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 1 
LENGTH: 1228 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE: 

. OTHER INFORMATION: Description of Artificial Sequence: Segment of 
OTHER INFORMATION: GuxA 
US-09-917-384-1 



Query Match 100.0%; Score 6525; DB 23; Length 1228; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 1228; Conservative 0; Mismatches 0; Indels 0; Gaps 

Qy 1 MERTQQSGRNCRYQRGTTRMPAISKRLRAGVLAGAVSIAASIVPLAMQHPAIAATHVDNP 60 

I II I M I I I I I I I I I I I I I I I | | | | | M I I I I I I I I M I I I M I I II I I I I I I I I I II II 
Db 1 MERTQQS GRNCRYQRGTTRMPAI S KRLRAGVLAGAVS IAAS I VPLAMQHPAI AATHVDNP 60 

t 

Qy 61 YAGAT F FVN P YWAQ EVQ S EAAN QT N AT LAAKMRWS T Y S TAVWMD RI AAI N GW G G P GLT 120 

I I.I I M I I I I I I I I I I I I I I I I || I I I I | | | | | | | | | M | | | | | | | | | | 

Db 61 YAGATFFWPYWAQEVQSEAANQTNATIAAKMRWSTYSTAA^IDRIAAINGVNGGPGLT 12 0 

Qy 121 T YLDAALSQQQGTTPEVI EI VI YDLPGRDCAALASNGELPATAAGLQT YETQYI DP I AS I 180 

I I I I I I I I I I I M I I M II I II I I | | | M I I II I II I | | M | | | | | | | | | | | M I I I I I I 
Db 121 T YLDAALSQQQGTTPEVI EI VI YDLPGRDCAALASNGELPATAAGLQT YETQYI DP I AS I 180 

Qy 181 LSNPKYSSLRIVTIIEPDSLPNAVTNMSIQACATAVPYYEQGIEYALTKLHAIPNVYIYM 240 

N I I I I M I M I I I I I I I I I I I I I II I I I I I I I I I I I I I I 

Db 181 LSNPKYSSLRIVTIIEPDSLPNAVTNMSIQACATAVPYYEQGIEYALTKLHAIPNVYIYM 240 



Qy 241 DAAH S GW L GW PNNAS G YVQ EVQ KVLNAS I GVN G I D G FVTNT AN YT P L KE P FMT AT Q Q VGG 300 

I I I I I I I I I I I I II II M | | | | | | | | | | | | I I I I I I I I I I I I I I 

Db 241 DAAHSGWLGWPNNASGYVQEVQKVLNASIGVNGIDGFVTNT/^JYTPLKEPFMTATQQVGG 300 

I 

Qy 301 QPVESANFYQWNPDIDEADYAVDLYSRLVAAGFPSSIGMLIDTLRNGWGGPNEPTGPSTA 360 

I I I M I I I I I I I I M I I I I I I I I I I I I I I I I I I M II I I I II I M I I I I I I I I II 

Db 301 QPVESANFYQWNPDIDEADYAVDLYSRLVAAGFPSSIGMLIDTLRNGWGGPNEPTGPSTA 360 

Qy 361 TDVNTFVNQSKIDLRQHRGLWCNQNGAGLGQPPQASPTDFPNAHLDAYVWIKPPGESDGT 420 

I I I I I I I I N I I I I I I M I I I I I I I I I I | | | | | | | | | | M | | | | | | | M | II I I I I I I I I 
Db 361 TDVNTFVNQS KI DLRQHRGLWCNQNGAGLGQP PQAS PTDFPNAHLDAYVWI KP PGESDGT 420 

Qy 421 SAASDPTTGKKSDPMCDPTYTTSYGVLTNALPNSPTAGOWFPAOFnnT.VAMARPAVPT.cjT dftO 



421 SAASDPTTGKKSDPMCDPTYTTSYGVLTNALPNSPIAGQWFPAQFDQLVANARPAVPTST 4 80 

481 SSSPPPPPPSPSASPSPSPSPSPSSSPSPSPSPSSSPSPSPSPSPSPSSSPSPSPSSSPS 54 0 

I M M M I I I M M I I I I I I II I I I I I I I I I I I I I I I I I I I 

4 81 SSSPPPPPPSPSASPSPSPSPSPSSSPSPSPSPSSSPSPSPSPSPSPSSSPSPSPSSSPS 54 0 

( 541 PSPSPSPSPSSSPSPSPSSSPSPSPSPSPSPSSSPSPSPTSSPVSGGLKVQYKNNDSAPG 600 

M I M II I I I I I I I I I I I M I I I I I M I I I I I I I I I I I I I I M I I I I I I li I I I I I I I || 

541 PSPSPSPSPSSSPSPSPSSSPSPSPSPSPSPSSSPSPSPTSSPVSGGLKVQYKNNDSAPG 600 

601 DNQIKPGLQLVNTGSSSVDLSTVTVRYWFTRDGGSSTLVYNCDWAAMGCGNIRASFGSVN 660 

I I I I I I M I I I I I I I I I I I I I I I I I I II I I I I I I I I II II I I I I I I I I I I I | | | || | | | | 
601 DNQIKPGLQLVNTGSSSVDLSTVTVRYWFTRDGGSSTLVYNCDWAAMGCGNIRASFGSVN 660 

661 • PAtPTADTYLQLSFTGGTIAAGGSTGEIQNRVNKSDWSNFTETNDYSYGTNTTFQDWTKV 720 

I I 1 I I M I I I I I I I I I I I I I I I I | | M I I I I I I I I I I I || I I I I I | | | | | || | | | | | | | | 
661 PATPTADTYLQLSFTGGTLAAGGSTGEIQNRVNKSDWSNFTETNDYSYGTNTTFQDWTKV 720 

721 TVYWGVLVWGTEPSGTSPSPTPSPSPSPSPSPGGDVTPPSVPTGLVVTGVSGSSVSLAW 780 

I I I I I I M I I II I I I I I I I I I I I I I I I I I I | | | || | | | | | | | | || | | | | | | | | | | 

721 TVYVNGVLWGTEPSGTSPSPTPSPSPSPSPSPGGDVTPPSVPTGLWTGVSGSSVSLAW 780 

781 NAS T DN VGVAH YNVYRNGVLVGQ P T VT S FT DT GLAAGTAYT YT VAAVDAAGNT SAP S T P V 84 0 

I I i I I 1 M I I I I I I I I I I I M | | | | | | | | | | | | | | | | | || | | | | | | | | | || | | | | | | | | | 
781 NAS T DN VGVAH YNVYRN GVLVGQ P T VT S FT DT GLAAGTAYT YT VAAVDAAGNT SAP S T P V 84 0 

841 TATTTSPSPSPTPTGTTVTDCTPGPNQNGVTSVQGDEYRVQTNEWNSSAQQCLTINTATG 900 

N I I I I I I I I I I I I I I I I II I I I I I M I I I I I I I I I I I I I I I I II I I I || | | | | | | || | | 
841 TATTTSPSPSPTPTGTTVTDCTPGPNQNGVTSVQGDEYRVQTNEWNSSAQQCLTINTATG 900 

901 AWTVSTANFSGGTGGAPATYPSIYKGCHWGNCTTKNVGMPIQISQIGSAVTSWSTTQVSS 960 

I I N I I I I I I I I I I I I I I | | | | | || | | | | | | | | | | | | || | | | | | | | | | | | | | | | 

901 AWTVSTANFS GGTGGAPAT YP S I YKGCHWGNCTTKNVGMP I QI SQI GSAVTSWSTTQVS S 960 

961 GAYDVAYDIWTNSTPTTTGQPNGTEIMIWLNSRGGVQPFGSQTATGVTVAGHTWNVWQGQ 102 0 

I I I I I I I I I I I I I M I I I I 1 I I I I I II I I I I I I I I I 

961 GAYDVAYDIWTNSTPTTTGQPNGTEIMIWLNSRGGVQPFGSQTATGVTVAGHTWNVWQGQ 102 0 

1021 QTSWKIISYVLTPGATSISNLDLKAIFADAAARGSLNTSDYLLDVEAGFEIWQGGQGLGS 108 0 

I I N I I II II I I I I I I I I I I I I I I I I I I I I I I I I II I I II I I I II I I I I I I I I | | | | | | | 
1021 QTSWKIIS ^i^ 1 ^ ^ ^ ^ ^ ^ KAI FADJ^A.RG S LNT S D Y^L DVEAG Fl^I WQ G GQ G L G S 108 0 

1081 NSFSVSVTS^TSSPTPSPSPTPTPSPTPT^SPSPTPSPSPTSSPSSS^ACRATYVVNSD 114 0 

I I I N I I I I I I II M I I I I I I I I I II I I I || I I I I I I I I I I I I I I I II I I 

1081 NSFSVSVTSGTSSPTPSPSPTPTPSPTPTPSPSPTPSPSPTSSPSSSGVACRATYWNSD 114 0 

1141 wgsgftatvtwntgsratngwtvawsfggnqtvtnywntaltqsgaIsvtatnl^nnvi 1200 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1141 wgsgftatvtvtntgsratngwtvawsfggnqtvtnywntaltqsgasvtatnlsynnvi 12 00 

1201 qpgqst'tfgfngsysgtnaaptlsctas 1228 
M M I I I I I I I I I I I I I I I I I I I I I I I I 

12 01 QPGQSTTFGFNGSYSGTNAAPTLSCTAS 122 8 



Title: 



US-09-917-383-2 



RESULT 2 
US-09-917-384-2 

; Sequence 2, Application US/09917384 

; GENERAL INFORMATION: 

; APPLICANT: DING, SHI-YOU 

; APPLICANT: ADNEY, WILLIAM S. 

; APPLICANT : VINZANT, TODD B. 

; APPLICANT: DECKER, STEPHEN R. 

; APPLICANT: HIMMEL, MICHAEL E . 

; TITLE OF INVENTION: THERMAL TOLERANT CELLULASE FROM ACIDOTHERMUS 
; TITLE OF INVENTION: CELLULOLYTICUS 
; FILE REFERENCE: 40170. 6US01 

; CURRENT APPLICATION NUMBER: US/09/917 , 384 
; CURRENT FILING DATE: 2001-07-28 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patentln Ver. 2.1 
; SEQ ID NO 2 
; LENGTH: 3687 

TYPE: DNA 
; ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Segment of 
; OTHER INFORMATION: GuxA 
US-09-917-384-2 



Query Match 100.0%; Score 3687; DB 34; Length 3687; 

Best Local Similarity 100.0%; Pred. No. 0; 

3687; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

AT GGAG C GAAC C CAACAAT C C G GAC G GAACT G CAG GTAC CAGAGAG GAAC GACAC GAAT G 6 0 

I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I II I I I I I I I I I I I I | | | | | | | | | 

AT GGAGC GAAC CCAACAAT CC GGACG GAACT GCAGGTAC CAGAGAGGAAC GACAC GAAT G 6 0 

CCCGCCATCTCAAAACGGCTGCGAGCCGGCGTCCTCGCCGGGGCGGTGAGCATCGCAGCC 120 

I I i I I I I I I I I I [ | M I II I I I I I I I I | | | | | | | | | | M | | | | || | | | | | | | 

CCCGCCATCTCAAAACGGCTGCGAGCCGGCGTCCTCGCCGGGGCGGTGAGCATCGCAGCC 120 

TCCATCGTGCCGCTGGCGATGCAGCATCCTGCCATCGCCGCGACGCACGTCGACAATCCC 180 

N I I I I I I I I I M I I I I I I I I I I I I I M I I I I I M I I I I I I I II I I I I I I M I I I I I II I 

TCCATCGTGCCGCTGGCGATGCAGCATCCTGCCATCGCCGCGACGCACGTCGACAATCCC 180 
TAT GC G G GAG C GAC CT T CTT CGT CAAC C C GTACT G G G C G CAAGAAGTAC AGAG C GAAGC G 24 0 

I I I I M I I I I I I I I I II II I I I II I I II II I I I I I | | | | || | | | | | | | | | | | | | | | | | | | 

TAT GC G GGAG C GAC CTTCTTCGT CAAC C C GTACT G G G C G CAAGAAGTAC AGAG C GAAG C G 240 

GCGAACCAGACCT^ATGCCACTCTCGCAGCGAAAATGCGCGTCGTTTCCACATATTCGACG 300 
N I M I I I II I I I I I I I I I I I I I I I I I I I I || | | | | | | | | | | | | | | | | | || | | || | | || | 
GCGAACCAGACCAATGCCACTCTCGCAGCGAAAATGCGCGTCGTTTCCACATATTCGACG 300 

GCCGTCTGGATGGACCGCATCGCTGCGATCAACGGCGTCAACGGCGGACCCGGCTTGACG 3 60 
I 1 I I I I I I I I I M I I I I M I I i I I I I I I I I II I I I I I 1 I I I II I I I I I I | | | | || || | | | 
GCCGTCTGGATGGACCGCATCGCTGCGATCAACGGCGTCAACGGCGGACCCGGCTTGACG 360 

ACATAT CTGGACGCCGCC CT CT C C CAGCAGCAGGGAACCAC CCCT GAAGTCATTGAGATT 42 0 

I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I Mill Ill 

ACATAT C T GGACGC C GCCCTCTCC CAGCAG CAGG GAAC CAC C C CT GAAGT CAT T GAGAT T 420 

GTCATCTACGATCTGCCGGGACGCGACTGCGCGGCGCTCGCCTCCAACGGCGAACTGCCC 4 8 0 

I I I I I N I I I II II I I I I | | | || | | | | | | | | | || | | | || | | | | | | || | | | 

GTCATCTACGATCTGCCGGGACGCGACTGCGCGGCGCTCGCCTCCAACGGCGAACTGCCC 4 8 0 

G C T AC GG C AG CAG GT T T G C AGAC C TAT GAAAC G C AGT AC AT C GAT C C GAT T G C GAG TAT C 54 0 

1 I M I I M I I I I I I I I I M I I I I I II I I I I M I I I M II I I I II I I I II I I I I I II I I M 

G CTAC GGC AG C AG GT T T G CAGAC C TAT GAAAC GCAGTACAT CGAT C C GAT T G C GAG TAT C 54 0 



Matches 


Qy 


1 


Db 


1 


Qy 


61 


Db 


61 


Qy 


121 


Db 


121 


Qy 


181 


Db 


181 


Qy 


241 


Db 


241 


Qy 


301 


Db 


301 


Qy 


361 


Db 


361 


Qy 


421 


Db 


421 


Qy 


481 


Db 


481 



541 C T GAG CAAT CC GAAGT ACT C CAG C C T GC G GAT C GT GAC GAT CAT T GAG C C G GAC T C GCT G 600 

I M I I I I I I I M II I I I II I I I I II I I I I I I I | M | | | M I I I I II I I I I I I I I I 

541 C T GAG CAAT CC GAAGT ACT C CAG C CT GC G GAT C GT GAC GAT CAT T GAG C C G GAC T C GCT G 600 

601 CCAAACGCGGTCACCAATATGAGCATTCAAGCGTGTGCAACGGCGGTGCCGTATTACGAG 660 

I I I I I I I I I I I I I I I I I I M I I I I I II I I I II | M | | | | M I I I I II I || | | | | | | | | | | 
601 C CAAAC GC GGT C AC CAAT AT GAGCAT T CAAGC GT GT G CAACGG C G GT GC C GT AT TAC GAG 660 

661 CAAG GC AT C GAG TAC G C GC T C AC GAAAT T G CAC G C CAT TCC GAAC GT GT ACAT CTACAT G 72 0 

I I I M I I I M I III I I I I I I I I I I | || | | | | | | | | | | | | | | | | | | | M | | | | || | | | | | | 
661 CAAG GCAT C GAG TAC G C GCT CAC GAAAT T GCAC G C CATTC C GAAC GT GT ACAT CTACAT G 72 0 

721 GACGCCGCCCACTCCGGCTGGCTTGGGTGGCCCAATAATGCCAGCGGATACGTACAGGAA 7 80 

1 I I I I I I I I I I I I I I I I I I I I II I I I I I II I I I I I I | | | | M I I I II || I I I I I 

721 GACGCCGCCCACTCCGGCTGGCTTGGGTGGCCCAATAATGCCAGCGGATACGTACAGGAA 780 

781 GTCCAGAAGGTCCTCAACGC GAGCAT CGGGGTCAACGGCATCGACGGCTTCGTCACCAAC 840 

I I I I I I I I I I I I I M I M I I I I I I I II I I I I I I I I I I I I I I | | | | | | | | | | | | | | | | | | | 
781 GTCCAGAAGGTCCTCAACGCGAGCATCGGGGTCAACGGCATCGACGGCTTCGTCACCAAC 84 0 

841 ACGGCGAATTACACGCCGTTGAAGGAGCCGTTCATGACCGCCACCCAGCAGGTCGGCGGA 9 00 

I I M I I M I I I I I I I I I I I M I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I M I I I I 
841 ACGGCGAATTACACGCCGTTGAAGGAGCCGTTCATGACCGCCACCCAGCAGGTCGGCGGA 900 

901 CAGCCGGT GGAGT C GGC GAATT T CTACCAGT GGAATC CT GACAT C GAC GAAGC C GACTAC 960 

I N I I I I I I I I M I I I I I I I I I I I I I I I I I || | | | | | | | | M | | | | M | | | | | | | 

901 CAGC CG GT GGAGT C G GC GAAT T T CT AC CAGT GGAAT C CT GACAT C GAC GAAGC C GAC TAC 960 

961 GCGGTTGACTTGTACTCGCGGCTCGTCGCCGCTGGCTTTCCAAGCAGCATCGGCATGCTC 102 0 

N I I I I M I I II I I I I I I II I I | M | | | | | | | | | | | | | | | | | | | | | | | || | | | | | || | | | 
9 61 GCGGTTGACTTGTACTCGCGGCTCGTCGCCGCTGGCTTTCCAAGCAGCATCGGCATGCTC 102 0 

1021 AT C GAC AC CT TAC G CAAC GGT T GGG GT G GT C C GAAC GAAC CAACAGG C CCGAG CAC C G C G 108 0 

N I I I M I I I I I I M I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I M i i i i i i i i i i i i 

1021 AT C GAC AC CT TAC G CAACG GT T GGGGTGGTCC GAAC GAAC CAACAGG CC C GAG CAC C G C G 1080 

10 81 ACCGATGTCAACACCTTCGTCAACCAGTCGAAGATTGACCTTCGGCAGCACCGCGGCCTG 114 0 

I I I I I M II I I II I I || | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | || | | | | 
1081 ACCGATGTCAACACCTTCGTCAACCAGTCGAAGATTGACCTTCGGCAGCACCGCGGCCTG 1140 

1141 TGGTGCAACCAGAACGGTGCGGGCCTCGGCCAGCCGCCGCAGGCAAGCCCGACGGACTTC 1200 

I I I I I I N II II I I I I I I I I M M I I. I I I I I I I || | M | | | | | | | | | | | | | | | | | | | | | | 
1141 TGGTGCAACCAGAACGGTGCGGGCCTCGGCCAGCCGCCGCAGGCAAGCCCGACGGACTTC 1200 

1201 CCGAACGCGCACCTCGACGCGTATGTCTGGATCAAGCCGCCGGGTGAGTCGGACGGCACA 1260 
I I I I I I I I I I I I I I I I I I I | | | | | | | M | | | || | | | | || | | | | || | | | | || | | || 

12 01 CCGAACGCGCACCTCGACGCGTATGTCTGGATCAAGCCGCCGGGTGAGTCGGACGGCACA 1260 

12 61 AG C G C T GC GAG C GAT C C GACAACT GG CAAGAAGT C G GAC C C CAT GT G C GAC C C GAC GTAC 132 0 

I I I I I I I I I M I I I I I I I I I I I I M I M | | | | | | | | | | | | | | | | | | | | | | 

1261 AG C GC T GC GAG CGAT C C GACAAC T GG CAAGAAGT C G GAC C C CAT GT G C GAC C C GAC GTAC 1320 

1321 ACGACGTCGTACGGGGTACTGACCAACGCGTTACCGAACTCCCCGATCGCCGGCCAGTGG 138 0 

I I I N I I I I I I I I I I M I I I I II I I I I M I II I I I I I M I I I I I I I I I M 

1321 ACGACGTCGTACGGGGTACTGACCAACGCGTTACCGAACTCCCCGATCGCCGGCCAGTGG 138 0 

1381 TTCCCGGCGCAGTTTGACCAGCTTGTCGCGAACGCACGGCCAGCGGTGCCGACGTCGACC 14 4 0 

I I N II I I I I II I M I I || || | | | | | | | | | | | | || | | || | | | | | | | | | | | | | | || | | || | 
1381 TTCCCGGCGCAGTTTGACCAGCTTGTCGCGAACGCACGGCCAGCGGTGCCGACGTCGACC 1440 

14 41 AGCTCGAGCCCGCCGCCTCCGCCGCCGAGTCCGTCGGCTTCGCCGAGTCCGAGCCCGAGT 15 00 

I I I I I I I I I I I I I I I I I | | | I | | | | | | | | | | | | | | | | | | | | | | | 

1441 AGCTCGAGCCCGCCGCCTCCGCCGCCGAGTCCGTCGGCTTCGCCGAGTCCGAGCCCGAGT 1500 

1501 CCGAGCCCGAGCAGCTCGCCATCGCCGTCGCCGTCTCCGAGCTCGAGCCCGTCTCCGTCG 1560 

1 I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I | | M I I I I I I I I I I I I I I I | | | | | 

1501 CCGAGCCCGAGCAGCTCGCCATCGCr.aTCGCrGTrTrrcArzrTrrZA^rrrriTr^r'r-rzTr'^ i ncn 



1561 CCGAGCCCGAGTCCGAGCCCGAGTAGCTCGCCGTCGCCGTCTCCGAGCTCGAGCCCGTCT 1620 

I M I I I I I I I I I I I I I I I I I I I | | | | | | | | || | | | | M || | | | || | || | | | || || 

15 61 CCGAGCCCGAGTCCGAGCCCGAGTAGCTCGCCGTCGCCGTCTCCGAGCTCGAGCCCGTCT 1620 

1621 CCGTCGCCGAGCCCGAGTCCGAGCCCGAGTAGCTCGCCGTCGCCGTCTCCGAGCTCGAGC 168 0 

I I I I I I I M I I M I 1 I I I I I I II I M I I | | | | || | | | | | | | | | m I I II I I I I I I I II I I 

1621 GCGTCGCCGAGCCCGAGTCCGAGCCCGAGTAGCTCGCCGTCGCCGTCTCCGAGCTCGAGC 168 0 

1681 CCGTCTCCGTCGCCGAGCCCGAGTCCGAGCCCGAGTAGCTCGCCGTCGCCGTCTCCGACG 17 4 0 

I I I I I I M M I I I I II I I I I I I I I I I I I I I | | | | I I I I I I I I I I I I I I I | | | | | | | | | | | 
1681 CCGTCTCCGTCGCCGAGCCCGAGTCCGAGCCCGAGTAGCTCGCCGTCGCCGTCTCCGACG 174 0 

1741 TCGTCGCCGGTGTCGGGTGGGCTGAAGGTGCAGTACAAGAACAATGATTCGGCGCCGGGT 18 00 

M I I I I I I I I I I I I I I I I M I I I I I I II I I M I M I I I I I I I I I I I I I I | M M I I I I I I 

1741 TCGTCGCCGGTGTCGGGTGGGCTGAAGGTGCAGTACAAGAACAATGATTCGGCGCCGGGT 18 00 

1801 GATAACCAGATCAAACCGGGTCTCCAGTTGGTGAATACCGGGTCGTCGTCGGTGGATTTG 1860 

I I I N I Ml I I I I I M I I I I I I I I I I I M I I I I I I I I I M I I I I I I I M I I I I I II I I II 
1801 GATAACCAGATCAAACCGGGTCTCCAGTTGGTGAATACCGGGTCGTCGTCGGTGGATTTG 1860 

1861 TCGACGGTGACGGTGCGGTACTGGTTCACCCGGGATGGTGGGTCGTCGACACTGGTGTAC 1920 

I I N I I I I I I I I I I I I I I I M | | | | | | | | | | | | | | | | | | | | | | | | | | | | 

1861 TCGACGGTGACGGTGCGGTACTGGTTCACCCGGGATGGTGGGTCGTCGACACTGGTGTAC 192 0 

1921 AACTGTGACTGGGCGGCGATGGGGTGTGGGAATATCCGCGCCTCGTTCGGCTCGGTGAAC 198 0 

I I I I I M II I I I I I I I I I I I || || | || | || | | | | | | | | | | | | | | | | | | | | | | || | 

1921 AACTGTGACTGGGCGGCGATGGGGTGTGGGAATATCCGCGCCTCGTTCGGCTCGGTGAAC 19 80 

1981 CCGGCGACGCCGACGGCGGACACCTACCTGCAGTTGTCGTTCACTGGTGGAACGTTGGCC 2 040 

I I N I I I I I I I II I I I I I I || I | | | | | | | | | | | | | | || | | | | | | | | | | | | | | | || || | | | 
1981 CCGGCGACGCCGACGGCGGACACCTACCTGCAGTTGTCGTTCACTGGTGGAACGTTGGCC 2 04 0 

2 041 GCTGGTGGGTCGACGGGTGAGATTCAAAACCGGGTGAATAAGAGTGACTGGTCGAATTTC 2100 

I I I N I I I II I I I 1 I I I I I I I I I I I I I I II I I I I I I II I I I I I I I | || | | | | | | | | | | | | 
2 041 GCTGGTGGGTCGACGGGTGAGATTCAAAACCGGGTGAATAAGAGTGACTGGTCGAATTTC 2100 

2101 AC C GAGAC CAAT GACTAC T C GTAT GGGAC GAACAC CAC CT T C CAG GACT GGAC GAAG GT G 2160 

N I I I I I I I I I M I I I I I I I I I I I M I I I I I I I I I I I I I I II I I I I I | | | | | | | | | M I I 
2101 AC C GAGAC CAAT GACTACT C GTAT GGGAC GAACAC CAC CT T C CAG GACT GGAC GAAGGT G 2160 

2161 ACGGTGTACGTCAACGGCGTGTTGGTGTGGGGGACTGAACCGTCCGGCACCAGCCCCAGC 222 0 

I I I I I I I I I I I I I I I I I I I I I I I |- 1 | | | | I I I I I I I I I I I I I I I I I | | 

2161 ACGGTGTACGTCAACGGCGTGTTGGTGTGGGGGACTGAACCGTCCGGCACCAGCCCCAGC 222 0 

2221 CCCACACCATCCCCGAGCCCGAGCCCGAGCCCGAGCCCGGGTGGGGATGTGACGCCGCCG 2280 

I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | | | | | | | || | | | | | | | | | || | | | | | 

2221 CCCACACCATCCCCGAGCCCGAGCCCGAGCCCGAGCCCGGGTGGGGATGTGACGCCGCCG 2280 

22 81 AGTGTGCCGACCGGCTTGGTGGTGACGGGGGTGAGTGGGTCGTCGGTGTCGTTGGCGTGG 234 0 
I I I I I I I I I I I I I I I I I I I I I I I I I I I MINI 

22 81 AGTGTGCCGACCGGCTTGGTGGTGACGGGGGTGAGTGGGTCGTCGGTGTCGTTGGCGTGG 234 0 

2 341 AATGCGTCGACGGATAACGTGGGGGTGGCGCATTACAACGTGTACCGCAACGGGGTGTTG 24 00 
I I I I I I I I I I I I I I I I I I || | | | | | | | | | | | | | | M | | | | | | | || | | | || | | | || 

23 41 AATGCGTCGACGGATAACGTGGGGGTGGCGCATTACAACGTGTACCGCAACGGGGTGTTG 24 0 0 

24 01 GTGGGCCAGCCGACGGTGACCTCGTTCACCGACACGGGTTTGGCCGCGGGAACCGCGTAC 24 60 

' I M I M I I I I I | | II I I I II I I I I I I | | | | | | | M I I I I I I I | | | | | 

24 01 GTGGGCCAGCCGACGGTGACCTCGTTCACCGACACGGGTTTGGCCGCGGGAACCGCGTAC 24 60 

2461 ACCTACACGGTGGCCGCGGTGGACGCTGCGGGTAACACCTCCGCCCCATCCACCCCCGTC 252 0 

I I I I I I I I I I I I I I I I I I M I I I I II I || I I I I || | | | | M M 

24 61 ACCTACACGGTGGCCGCGGTGGACGCTGCGGGTAACACCTCCGCCCCATCCACCCCCGTC 252 0 

2521 ACCGCCACCACCACGAGTCCCAGCCCCAGCCCCACGCCGACGGGGACCACGGTCACCGAC 25 8 0 
I I M I I I I I ! I I I I I I I I I I M M I I I I I I I I I I I i I I I I I I I II I I I I I II II I I t I I i 



Db 2521 ACCGCCACCACCACGAGTCCCAGCCCCAGCCCCACGCCGACGGGGACCACGGTCACCGAC 2580 

Qy 25 81 TGCACGCCCGGTCCTAACCAGAATGGTGTGACCAGCGTGCAGGGCGACGAATACCGGGTG 264 0 

I I I I N I I I I I I I I I I I M II I I I I I M I I I II I I M I I ! I ! I I I I , 

Db 25 81 TGCACGCCCGGTCCTAACCAGAATGGTGTGACCAGCGTGCAGGGCGACGAATACCGGGTG 2640 

Qy 2 641 CAGAC CAAT GAGT GGAAT TCGTCGGCC CAG CAGT G C CT CACCAT CAATAC CGC GACC GGT 2700 

Ml I I M I I I I I I I I I I I I I I M | M | | | I II I I I I I I M I I I 

Db 2 641 CAGAC CAAT GAGT G GAAT TCGTCGGCC CAG CAG T G C C T C AC CAT CAATAC CGC GAC C G GT 2700 

Qy 2 7 01 GCCTGGACGGTGAGCACTGCGAACTTCAGCGGTGGGACCGGCGGTGCGCCCGCGACGTAT 27 60 

I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I | | M I I I I I I I M I I I I I I it I I I I II I I 
Db 2 7 01 GCCTGGACGGTGAGCACTGCGAACTTCAGCGGTGGGACCGGCGGTGCGCCCGCGACGTAT 27 60 

Qy 27 61 C C GT C GAT C T ACAAGGGCT G C CACT G G G GCAACT GCACCAC GAAGAAC GT C GGGAT G C C G 282 0 

M I M M I I I I I I I I | | | | | || | | | | | | | M | | || | | | | | | | | | | | | | | | || | | | | | | | | 
Db 27 61 CCGTCGATCTACAAGGGCTGCCACTGGGGCAACTGCACCACGAAGAACGTCGGGATGCCG 2 82 0 

Qy 2 821 ATTCAGATCAGTCAGATTGGTTCGGCTGTGACGTCGTGGAGTACGACGCAGGTGTCGTCG 2 8 80 

I I I I I I M I I I I I I I I I I I I || I I I I I | | M | | | | | | M | | | | | | M | | | | M | | 

Db 2821 AT T C AGAT CAGT CAGAT T GGTT C GGCT GT GACGT C GT GGAGT AC GAC G CAG GTGTCGTCG 2 8 80 

Qy 2 881 GG C G C GTAT GAC GT GGC CT AC GACAT T T GGAC GAACAGTAC C C CAAC GACAAC C GGT CAG 2 94 0 

I M I I I I I I I I I I I I II || | | | | || | | | | | | | | | | | | | | | | | | | | | M | | | | | | | | | | | | 
Db 2881 G GC GC GT AT GAC GT GGC CTAC GACAT T T G GAC GAACAGTAC C C CAAC GACAAC C GGT CAG 2 94 0 

Qy 2 941 CCAAACGGTACCGAAATCATGATTTGGCTGAATTCGCGTGGTGGGGTGCAGCCGTTCGGG 3000 

I I I I I I I I I I I I I I I I I I M I I I I I II I II I I I I II II I I I I I I I I I | | | | | | | | 

Db 2941 CCAAACGGTACCGAAATCATGATTTGGCTGAATTCGCGTGGTGGGGTGCAGCCGTTCGGG 3 000 

Qy 3001 TCGCAGACAGCGACGGGTGT GAC GGT CGCT GGT CACACGT GGAAT GTCTGGCAGGGT CAG 3060 

I I I I I I I I I I I I I I M I I I II I I I I I I I I I I I || | | || | | | | | | | | | | | | | | I.I | | | | | | 
Db 3001 TCGCAGACAGCGACGGGTGTGACGGTCGCTGGTCACACGT GGAAT GTCTGGCAGGGT CAG 3 060 

Qy 3061 CAGAC CT C GT G GAAGAT TAT T T C CTAC GT C CT GAC CCCCGGTGC GAC GT C GAT CAGTAAT 312 0 

I I I I I I I I I I I I M I M II I I I I I I I I I I I || | | | | | || | | | | | | | || | | | | | | | | | | | | 
Db 3061 CAGACCTCGTGGAAGATTATTTCCTACGTCCTGACCCCCGGTGCGACGTCGATCAGTAAT 312 0 

Qy 3121 CTGGATTTGAAGGCGATTTTCGCGGACGCCGCGGCACGCGGGTCGCTCAACACCTCCGAT 318 0 

I I I 1 I I I I I II I I I I I I I I I I M I I I I I I I I I I II I I I M I I I I I I I || || | | | | | | | | | 
Db 3121 CTGGATTTGAAGGCGATTTTCGCGGACGCCGCGGCACGCGGGTCGCTCAACACCTCCGAT 318 0 

Qy 3181 TACCTGCTCGACGTTGAGGCCGGGTTTGAGATCTGGCAAGGTGGTCAGGGCCTGGGCAGC 3240 

I I I I I M I I I I I I M I I I II II II I I I I I | | || I I I I I I I I I I II I || I I I | | | | | | | | | 
Db 3181 TACCTGCTCGACGTTGAGGCCGGGTTTGAGATCTGGCAAGGTGGTCAGGGCCTGGGCAGC 3240 

Qy 32 41 AACTCGTTCAGCGTCTCCGTGACGAGCGGCACGTCCAGCCCGACACCGAGCCCGAGCCCG 33 00 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | | | | | | | | | | | | | 

Db 3241 AACTCGTTCAGCGTCTCCGTGACGAGCGGCACGTCCAGCCCGACACCGAGCCCGAGCCCG 3300 

Qy 3301 ACGCCGACACCGAGCCCGACGCCGACACCGTCTCCGAGCCCGACCCCGTCGCCGAGTCCG 3360 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I II I I I II I I I I I 

Db . 3301 ACGCCGACACCGAGCCCGACGCCGACACCGTCTCCGAGCCCGACCCCGTCGCCGAGTCCG 3360 

Qy 33 61 ACCAGCTCGCCGTCGTCGTCGGGTGTGGCGTGCCGGGCGACGTATGTGGTGAATAGTGAT 3420 

N I I I I I II I I I I II I I I I | | | | | | | | | | || | | | | | | | | | | | | | | | | | | | 

Db 3361 ACCAGCTCGCCGTCGTCGTCGGGTGTGGCGTGCCGGGCGACGTATGTGGTGAATAGTGAT 3420 

Qy 3421 TGGGGTTCTGGGTTTACGGCGACGGTGACGGTGACGAATACCGGGAGCCGGGCGACGAAC 34 8 0 
I I M I I I I I I I I I I I | | | | | | | | | | | | | | | | || | | || | | | | | | | | | | 

Db 3421 TGGGGTTCTGGGTTTACGGCGACGGTGACGGTGACGAATACCGGGAGCCGGGCGACGAAC 34 80 
Qy 3481 GGGTGGACGGTGGCGTGGTCGTTTGGTGGGAATCAGACGGTCACGAACTACTGGAACACT 3540 

I I I I I I 1.1 I I I I I I I I I I I I I I I I I I I I I I I I I M I I I II I II I I I II I I I I I 

Db 3481 GGGTGGACGGTGGCGTGGTCGTTTGGTGGGAATCAGACGGTCACGAACTACTGGAACACT 3540 
Qy 3541 GCGTTGACCCAAT CAGGTGCATCGGTGACGGCGACGAACCTnAGTTACAAr.AA 



3541 G C GT T GAC C CAAT CAGGT GCAT C G GT GAC GGC GAC GAACCT GAGT T ACAACAAC GT GAT C 3600 

3 601 CAAC C G G G T C AGT C GAC C AC C T T C G GAT T CAAC G GAAGT T AC T C AG GAAC AAAC G C C G C G 3660 

I I I I I I I I I M I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
3601 CAAC C GGGT CAGT CGAC CAC CTT C G GAT T CAAC G GAAGTT ACT CAG GAACAAAC G C C G C G 3660 

3 661 CCGACGCTCAGCTGCACAGCCAGCTGA 3687 

I I I I I I I I I I I II I I I I I I I I I I II I I 
3661 CCGACGCTCAGCTGCACAGCCAGCTGA 3687 



Title: 



US-09-917-383-4 



RESULT 3 
US-09-917-384-4 

Sequence 4, Application US/09917384 
GENERAL INFORMATION: 
APPLICANT: DING, SHI-YOU 
APPLICANT: ADNEY, WILLIAM S. 
APPLICANT: VINZANT, TODD B. 
APPLICANT: DECKER, STEPHEN R. 
APPLICANT: HIMMEL, MICHAEL E. 

TITLE OF INVENTION: THERMAL TOLERANT CELLULASE FROM ACIDOTHERMUS 
TITLE OF INVENTION: CELLULOLYTICUS 
FILE REFERENCE: 40170. 6US01 

CURRENT APPLICATION NUMBER: US/ 09/ 917 , 3 8 4 
CURRENT FILING DATE: 2001-07-28 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO 4 
LENGTH: 423 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: Segment of 
OTHER INFORMATION: GuxA 
US-09-917-384-4 



Query Match 100.0%; Score 2249; DB 23; Length 423; 

Best Local Similarity 100.0%; Pred. No. 6.3e-209; 

Matches 423; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 AT H VDN P YAGAT F FVN P YWAQEVQ S EAANQ TNAT LAAKMRWS T Y S T AVWMD R I AAI N GV 60 

M I I I I I I I I I II I I I I I I I I I I I I I I M I I I I I I I M I 1 I II I I I I I I I I I I II I I II I 

Db 1 AT HVDN P YAGAT FFVM P YWAQEVQ S EAANQTNAT LAAKMRWS TYS TAVWMDRI AAI N GV 60 



Qy 


61 


NGGPGLTTYLDAALSQQQGTTPEVIEIVIYDLPGRDCAALASNGELPATAAGLQTYETQY 


120 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


61 


NGGPGLTTYLDAALSQQQGTTPEVIEIVIYDLPGRDCAALASNGELPATAAGLQTYETQY 


120 


Qy 


121 


IDPIASILSNPKYSSLRIVTIIEPDSLPNAVTNMSIQACATAVPYYEQGIEYALTKLHAI 


180 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


121 


IDPIASILSNPKYSSLRIA/TIIEPDSLPNAVTNMSIQACATAVPYYEQGIEYALTKLHAI 


180 


Qy 


181 


PNVYI YMDAAHSGWLGWPNNAS GYVQEVQKVLNAS I GVNGI DGFVTNTANYTPLKEP FMT 


240 






1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 II 




Db 


181 


PNWIYMDAAHSGWLGWPNNASGYVQEVQKVLNASIGVNGIDGFVTNTANYTPLKEPFMT 


240 



Qy 241 ATQQVGGQPVESANFYQWNPDIDEADYAVDLYSRLVAAGFPSSIGMLIDTLRNGWGGPNE 300 

I I M I I I I I I I I M I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 241 AT Q Q VG GQ P VE SAN F YQ WN P D I D EAD YAVD L Y S RL VAAG F P S S I GML I DT L RN GW GG P N E 300 



Qy 301 PTGPSTATDVNTFVNQSKIDLRQHRGLWCNQNGAGLGQPPQASPTDFPNAHLDAYVWIKP 360 

M I I M I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | M | | || 
Db 301 PTGPSTATDVNTFVNQSKIDLRQHRGLWCNQNGAGLGQPPQASPTDFPNAHLDAYVWIKP 360 

Qy 361 PGESDGTSAASDPTTGKKSDPMCDPTYTTSYGVLTNALPNSPIAGQWFPAQFDQLVANAR 420 

I I I M I I I I I I I I I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3 61 PGESDGTSAASDPTTGKKSDPMCDPTYTTSYGVLTNALPNSPIAGQWFPAQFDQLVANAR 420 

Qy 421 PAV 423 
I I I 

Db 421 PAV 423 



Title: 



US-09-917-383-5 



RESULT 2 
US-09-917-384-5 

; Sequence 5, Application US/09917384 

; GENERAL INFORMATION: 

; APPLICANT: DING, SHI-YOU 

; APPLICANT: ADNEY, WILLIAM S. 

; APPLICANT: VINZANT, TODD B. 

; APPLICANT: DECKER, STEPHEN R. 

; APPLICANT: HIMMEL, MICHAEL E. 

; TITLE OF INVENTION: THERMAL TOLERANT CELLULASE FROM ACIDOTHERMUS 
; TITLE OF INVENTION: CELLULOLYTICUS 
; FILE REFERENCE: 40170. 6US01 

; CURRENT APPLICATION NUMBER: US/09/917 , 384 
; CURRENT FILING DATE: 2 001-07-2 8 
; NUMBER OF SEQ ID NOS : 14 
; SOFTWARE: PatentlnVer. 2.1 
; SEQ ID NO 5 
; LENGTH: 15 0 
TYPE: PRT 

ORGANISM: Artificial Sequence 
; FEATURE : 

; OTHER INFORMATION: Description of Artificial Sequence: Segment of 

; OTHER INFORMATION: GuxA 

US-09-917-384-5 

Query Match 100.0%; Score 806; DB 23; Length 150; 

Best Local Similarity 100.0%; Pred. No. 3.2e-80; 

Matches 150; Conservative 0; Mismatches 0; Indels 0; Gaps 
Qy 1 VSGGLKVQYKNNDSAPGDNQIKPGLQLVNTGSSSVDLSTVTVRYWFTRDGGSSTLVYNCD 60 




Db 



1 



VSGGLKVQYKNNDSAPGDNQIKPGLQLVNTGSSSVDLSTVTVRYWFTRDGGSSTLVYNCD 60 



61 



WAAMGCGNIRASFGSVNPATPTADTYLQLSFTGGTLAAGGSTGEIQNRVNKSDWSNFTET 12 0 

I I I I I M I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

WAAMGCGNIRASFGSWPATPTADTYLQLSFTGGTLAAGGSTGEIQNRVNKSDWSNFTET 12 0 



Db 



61 



Qy 



121 



NDYSYGTNTTFQDWTKVTVYVNGVLVWGTE 150 




Db 



121 



NDYSYGTNTTFQDWTKVTVYVNGVLVWGTE 150 



Title: * 



US-09-917-383-7 



RESULT 2 
US-09-917-384-7 

Sequence 7 , Application US/09917384 
GENERAL INFORMATION: 
APPLICANT: DING, SHI-YOU 
APPLICANT: ADNEY, WILLIAM S. 
APPLICANT: VINZANT, TODD B. 
APPLICANT: DECKER, STEPHEN R, 
APPLICANT: HIMMEL, MICHAEL E. 

TITLE OF INVENTION: THERMAL TOLERANT CELLULASE FROM ACI DOTHERMUS 
TITLE OF INVENTION: CELLULOLYTICUS 
FILE REFERENCE: 40170. 6US01 

CURRENT APPLICATION NUMBER: US/ 09/ 917 , 384 
CURRENT FILING DATE: 2001-07-28 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: PatentlnVer. 2.1 
SEQ ID NO 7 
LENGTH: 231 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Segment of 
OTHER INFORMATION: GuxA 
US-09-917-384-7 

Query Match 100.0%; Score 1244; DB 23; Length 231; 

Best Local Similarity 100.0%; Pred. No. 1.3e-115; 

Matches 231; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

./ ^ / 

Qy 1 DGTPGPNQNGVTSVQDGEYRVQTNEWNSSAQQCLTINTATGAWTVSTANFSGGTGGAPAT 60 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I II I I I I I I I I I I 
Db 1 DCTPGPNQNGVTSVQDGEYRVQTNEWNSSAQQCLTINTATGAWTVSTANFSGGTGGAPAT 60 

Qy 61 YP S I YKGCHWGNCTTKNVGMP IQI SQI GSAVTSWSTTQVS S GAYDVAYDIWTNSTPTTTG 120 

i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I II I I I I I I 
Db 61 YPSI YKGCHWGNCTTKNVGMP IQI SQI GSAVTSWSTTQVS SGAYDVAYDIWTNSTPTTTG 120 

Qy 121 Q PNGTE IMlWLNS RGGVQ P FGSQTAT GVT VAGHTWNVWQGQQT S WKI I S YVLT P GAT SIS 180 

I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 121 Q PNGTE IMIWLN S RGGVQ P FGSQTAT GVT VAGHTWNVWQGQQT S WKI I S YVLT P GAT SIS 180 

Qy 181 NLDLKAIFADAAARGSLNTSDYLLDVEAGFEIWQGGQGLGSNSFSVSVTSG 231 

I I I I I I I I I I I I I I I II II I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 181 NLDLKAIFADAAARGSLNTSDYLLDVEAGFEIWQGGQGLGSNSFSVSVTSG 231 



Title: 



US-09-917-383-8 



RESULT 2 
US-09-917-384-8 

Sequence 8, Application US/09917384 
GENERAL INFORMATION: 
APPLICANT: DING, SHI-YOU 
APPLICANT: ADNEY, WILLIAM S. 
APPLICANT: VINZANT, TODD Bi 
APPLICANT: DECKER, STEPHEN R. 
APPLICANT: HIMMEL, MICHAEL E. 

TITLE OF INVENTION: THERMAL TOLERANT CELLULASE FROM ACIDOTHERMUS 
TITLE OF INVENTION: CELLULOLYTICUS 
FILE REFERENCE: 40170. 6US01 

CURRENT APPLICATION NUMBER: US/ 09/ 9 17 , 3 84 
CURRENT FILING DATE: 2001-07-28 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO 8 
LENGTH: 101 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description of Artificial Sequence: Segment of 
OTHER INFORMATION: GuxA 
US-09-917-384-8 



Query Match 100. 
Best Local Similarity 100. 
Matches 101; Conservative 



0%; Score 541; DB 23; 
0%; Pred. No. 1.3e-51; 
0; Mismatches 0; 



Length 101; 
Indels 0; Gaps 



Qy 

Db 

Qy 

Db 



61 



61 



GVACRATYWNSDWGSGFTATWVTNTGSRATNGWTVAWSFGGNQTVTNYWNTALTQSGA 
I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GVACRATYWNSDWGSGFTATVTVTNTGSRATNGWTVAWSFGGNQTVTNYWNTALTQSGA 

SVTAmEYSNNVIQPGQSTTFGFNGSYSGTNAAPTLSCTAS 101 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
SVTATNLYSNNVIQPGQSTTFGFNGSYSGTNAAPTLSCTAS 101 



60 



60 



